Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.003 Å; R factor = 0.031; wR factor = 0.077; data-to-parameter ratio = 15.8.
In the crystal structure of the title compound (systematic name: 2,3-dichlorobenzene-1,4-diol 2,3-dichlorocyclohexa-2,5-diene-1,4-dione monohydrate), C 6 H 4 Cl 2 O 2 ÁC 6 H 2 Cl 2 O 2 ÁH 2 O, the 2,3-dichloro-1,4-hydroquinone donor (D) and the 2,3-dichloro-1,4-benzoquinone acceptor (A) molecules form alternating stacks along [100] . Their molecular planes [maximum deviations for non-H atoms: 0.0133 (14) (D) and 0.0763 (14) Å (A)] are inclined to one another by 1.45 (3) and are thus almost parallel. There are -interactions involving the D and A molecules, with centroid-centroid distances of 3.5043 (9) and 3.9548 (9) Å . Intermolecular O-HÁ Á ÁO hydrogen bonds involving the water molecule and the hydroxy and ketone groups lead to the formation of two-dimensional networks lying parallel to (001). These networks are linked by C-HÁ Á ÁO interactions, forming a three-dimensional structure.
Related literature
For prototypical examples of similar organic redox systems, see: Yi et al. (2009a,b) . For details concerning quinhydrone, a 1:1 hydroquinone-quinone adduct, and a well known molecular charge-transfer (CT) complex, see : Foster (1969) . For structural studies of different polymorphs of quinhydrone, see: Matsuda et al. (1958); Sakurai (1965 Sakurai ( ,1968 . For details concerning quinhydrone analogues, see: Bouvet et al. (2006 Bouvet et al. ( ,2007 ; Patil et al. (1984) ; Yamamura et al. (2007) . For a detailed computational study on the stacking energies and the electron density topology in quinhydrone, see : Gonzalez Moa et al. (2007 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 2003 ); cell refinement: SAINT (Bruker, 2003) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: Mercury (Macrae et al., 2008) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
The X-ray diffraction analysis was possible thanks to the Swiss National Science Foundation (R'Equip project 206021-128724).
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: SU2322). (D) represent prototypical examples of organice redox systems (Yi et al., 2009a,b) . Furthermore, it is certainly true that interactions between aromatic π-systems have long been observed in crystal structures and rationales for the occurrence of π-π interactions have included explanations which are based on electron donor-acceptor [D-A] models. Such charge-transfer (CT) complexes may form when good electron donors and acceptors lie in close proximity, and this situation is typically associated with intense electronic CT transitions in the UV-vis spectral region. Basically, the filled donor molecular orbital (HOMO) and the vacant acceptor molecular orbital (LUMO) maximize their overlap. Quinhydrone, a 1:1 hydroquinonequinone adduct, is a well known molecular CT complex (Foster, 1969) and its complex stabilization is based on the CT between the electron donor (hydroquinone) and the electron acceptor (quinone). Structural studies of different polymorphs of quinhydrone have been undertaken (Matsuda et al., 1958; Sakurai, 1965 Sakurai, , 1968 . Quinhydrone analogues have also been studied (Bouvet et al., 2006 , Patil et al., 1984 and Yamamura et al., 2007 . A detailed computational study on the stacking energies and the electron density topology in quinhydrone has recently been given (Gonzalez Moa et al., 2007) .
Additionally, hydrogen bonds contribute further stability, both in the solid state as well as in solution. We report herein on the crystal structure of the title quinhydrone analogue.
The molecular structure of the title compound is illustrated in Fig. 1 
